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OZET

"Besin zincirinin tist basamaklarinda bulunan deniz kuslarinin varlig1 ve yayilisi, kiy1 ekosistemlerinin sagliginin
ve insan faaliyetlerinin deniz ekosistemi iizerindeki etkilerinin izlenmesinde biiylik 6neme sahiptir. Gegtigimiz
yiizyillda birgok deniz kusu tiirti insan faaliyetlerinin dogrudan veya dolayli etkileriyle tireme alanlarini
kaybetmis ve titkenme tehlikesiyle karsi karsiya kalmistir. 1960larda birey sayisi 600 cifte kadar gerileyen Ada
Martist (Larus audouinii) da bu tiirlerden biridir. Her ne kadar giiniimiizde popiilasyon buyiikliigii 25000 cifte
kadar yiikselmigse de Bern Sozlesmesi'yle koruma altina alinmig bir tiir olan Ada Martis1 halen dengede bir
popiilasyona sahip degildir ve bati Akdeniz kiyilarinda yer alan popiilasyonlar disinda tiiriin yayilisina ve
popiilasyon durumuna dair veri ¢ok azdir.

Calismamizin amaci, tilkemiz kiyilarinda tireyen Ada martisi kolonilerini tespit edip molekiiler isaretleyiciler
kullanarak bu popiilasyonlarin genetik yapisini, popiilasyonlar arasindaki gen akisini ve iilkemiz kiyilarinda
tireyen popiilasyonlarin bati Akdeniz'deki popiilasyonlarla akrabalik durumunu ortaya g¢ikarmaktir. Caligma
kapsaminda kullanilacak mikrosatellit bolgeler ve mitokondriyal DNA’nin D-Loop bélgesi gliniimiizde yaygin
bir sekilde kullanilan molekiiler isaretleyicilere birer 6rnektir. Protein kodlamayan bu bolgeler yiiksek mutasyon
hizina sahiptir ve dogal segilim tizerine bir etkileri yoktur.

Calismada Aydincik kiyilarindan itibaren Karaburun'a kadar Ada Martisi kolonilerinin iiremelerine uygun
karasal yirticilardan ve insan etkisinden uzak, cali vejetasyonlu, diiz kayalik ortami saglayan kiyilarimiz
taranarak yuvalar tespit edilecek; yuvalarda bulunan yavrulardan tity drnekleri toplanacaktir. Bu tiiylerden izole
edilen DNA tizerinde yakin akraba tiirler i¢in belirlenmis mikrosatellit bolgelerin primerleri ve D-loop bolgesi
primeri kullanilacaktir. Uzunluk analizi yapilan mikrosatellit bolgeler ve D-loop bolgesi dizileri popiilasyonlarin
heterozigotluk orani, birbiriyle akrabalik durumlari ve popiilasyonlar arasindaki gen aligverisi hakkinda bilgiler
verecektir. Ayrica, yakin ge¢miste onemli birey kaybi yasayan tiiriin yasadigi genetik dar bogazin da agik bir
sekilde saptanmasi beklenmektedir. Bu ¢alismalara ek olarak, Ispanya'da iireyen Ada Martisi popiilasyonundan
alinacak kan ornekleri kullanilarak tilkemiz kiyilarinda tireyen popiilasyonlarla bati Akdeniz popiilasyonlari
karsilagtirilacak ve tiiriin filocografyasi hakkinda 6nemli bilgiler elde edilecektir."
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ABSTRACT

Presence and distribution of seabird populations are important indicators of the health of coastal ecosystems and
the extent of anthropogenic impacts on marine ecosystems as seabirds are located at the top of the food web.
During last century many of the seabird species have lost their breeding habitats and faced extinction risk due to
direct or indirect effects of human activities. Audouin’s gull, (Larus audouinii) is one of these species and have
experienced a sharp population decrease (to 600 pairs) in 1960's. Although its west Mediterranean population
size has recently increased up to 25000 pairs, Audouin’s gull population still is not stable, and there is not
enough data on its dispersal and population status of its breeding populations in Eastern Mediterranean coasts.

The aim of our study is to survey existing breeding colonies along the coasts of Turkey and to elucidate the
genetic structure of those populations, gene flow among them and their relationship with Western Mediterranean
populations by using genetic markers. Microsatellite loci and mitochondrial D-Loop region will be used in this
study. These are non-coding regions without an effect on natural selection, have high mutation rates and widely
used for conservation genetics.

Small rocky islands on the coasts of Turkey which are far from human and predator effect and host sparse
vegetation will be surveyed for breeding Audouin's Gulls. Feather samples will be taken from the chicks in
detected nest. DNA will be isolated from those samples and amplified by using primers developed for
microsatellite loci of closely related species and mitochondrial D-Loop of Audouini’s gull. Heterozygosity
levels, phylogeny and gene flow among populations will be elucidated by using fragment analysis data of
microsatellite markers and sequence data of D-Loop region. Moreover, we expect to detect the signature of a
genetic bottleneck as Audouins's Gull has experienced a recent population decline. Furthermore, blood samples
will be taken from breeding colonies in Spain coasts will also be analyzed, and eastern and western populations
will be compared to undestand phylogeography of Audouin's Gull in whole Mediterranean.
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