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OZET

Akdeniz, kiiresel olarak nesli tehlike altinda olan Chelonia mydas (yesil) ve Caretta caretta (iribas) deniz
kaplumbagalari i¢in nemli bir iireme ve kislama alamidir. Ozellikle Tiirkiye sahilleri yesil kaplumbagalar icin
Akdeniz’deki en onemli, iribas kaplumbagalar igin ti¢lincti 6nemli yuvalama alani olarak bilinmektedir. Bu
nedenle Dogu Akdeniz kiyilarindaki tireme bolgelerinde bulunan popiilasyonlarin akrabalik iligkilerini,
aralarindaki gen akigini anlamak bu tiirler icin etkili koruma ve yonetim stratejilerini {iretmek i¢in son derece
onemlidir. Her iki tiirtin de Dogu Akdeniz’deki popiilasyonlarinin genetik yapisini agiga ¢ikarmak igin ODTU
Erdemli Kampiisii, Belek, Samandag ve Kuzey Kibris iireme bolgelerinden 2015 yili tireme doneminde
orneklemeler yapilmistir. Ornekler yuva kontrol agislarinda bulunan 6lii yavrulardan ve 3. evre yumurtalardan
alinmistir. Saha arastirmasi gergeklestirilen dort tireme bolgesinde toplam 108 iribas Kaplumbaga yuvasindan
170 birey ve 87 Yesil Kaplumbaga yuvasindan 154 birey orneklenmistir. Genetik analizler i¢in deniz
kaplumbagalarinin iireme biyolojileride dikkate alinarak hem mitokondrial DNA (D-loop bélgesi) hem de
niiklear DNA (R35 intron) gen bolgeleri se¢ilmistir. Bu iki gen bolgesi sayesinde, hem her bir tiiriin Kuzey-
Dogu Akdeniz’deki yuvalama alanlar1 arasindaki genetik farkliliklar, hem de tiir arasindaki filogenetik yakinlk
dereceleri belirlenecektir. Calisma ile yuvalama alanlarindaki tiir ici, populasyonlar arasi ve tiirler arasi
cesitliligin belirlenmesi amaglanmakta ve elde edilecek bu verilerin daha etkin koruma ¢alismalar1 i¢in gerekli
olan bilgi birikimini saglamasi ongoriilmektedir. Bu ¢alisma hem her iki deniz kaplumbagasi tiiriine hem de
Trionyx triunguis (Nil kaplumbagasi) ev sahipligi yapan ODTU Erdemli Kampiisii sahili deniz kaplumbagalari
izleme ve koruma calismalari kapsaminda Kuzey Kibris Kaplumbagalar1 Koruma Cemiyeti, Hacettepe ve
Cumbhuriyet Universiteleri ortakliginda yiiriitilmektedir. Sunum da ayrica 2012 yilindan beri yiiriitilmekte olan
bu izleme ve koruma galismalar1 hakkinda da bilgi verilecektir.
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ABSTRACT

Globally threatened species Chelonia mydas (Green turtle) and Caretta caretta (Loggerhead turtle) nest in the
Mediterranean. Beaches in Turkey are recognised as the most important nesting areas for Mediterranean Green
turtles and the second most important for Mediterranean Loggerhead turtles. It is important to understand the
genetic relationships and gene flow between nesting populations along the Northeastern Mediterranean in order
to determine efficient conservation and management strategies. To achieve this, we sampled from dead and live
hatchling turtles and late embryos obtained during nest excavations from the nesting beaches of Erdemli, Belek,
Samandag and North Cyprus. From the sampling areas 170 individuals from 108 Loggerhead nests and 154
individuals from 87 Green turtle nests were sampled in total during the 2015-nesting season. The mitochondrial
D-loop and nuclear intron R35 finger protein were choosen as markers, considering the reproductive biology of
both species. By means of these two markers, it is possible to compare nesting populations in the Northeastern
Mediterranean and indicate phylogenetic relations between the two species. Thus, intraspecific, interspecific and
inter nesting population diversity can be defined regardless of the number of individuals along the nesting
beaches leading to more effective conservation studies. This study is carried out through monitoring and
conservation studies by the METU Institute of Marine Sciences at the Erdemli Campus beach host nesting of
both species in addition of Trionyx triunguis (Nile softshell turtle) in collaboration with the North Cyprus
Society for Protection of Turtles, Hacettepe and Cumhuriyet Universities. More information will be given about
this study conducted since 2012.

Keywords: Caretta caretta, Chelonia mydas, conservation, genetic, mitochondrial DNA D-loop, nuclear intron
R35

363



